
 

 

 
 

SEA-EU Master Internship at Kiel University 
 
Topic of the Internship (short description) 

 

HOST INSTITUTION & PEOPLE 
Name of host institution: 
 

Supervisor name and contact (email, phone): 
 

Research focus of the institution: 
 

Website:  

 
  



 

 

 
 
 
 
TOPIC OF THE INTERNSHIP 

Scientific context of the internship: 
 

Keywords: 
 

Tasks entrusted to the student: 
 

Skills to be acquired or developed: 
 

  



 

 

 
 
 
 
PROFILE OF THE STUDENT 

Minimum level of study required:  
 

Field(s) of study: 
 

Scientific (or other) skills required: 
 

Language skills required: 
 

 
GENERAL CONDITIONS OF THE INTERNSHIP 

Desired duration of internship  
(in months): 

 

Desired start of internship:  

Indicated weekly schedule:   

Payment:  None. It is possible to apply for an Erasmus+ Grant at 
your own university. 

Internship agreement:  An internship agreement will be signed. 

 
 
 
 
To SEA-EU students:  
If you’re interested please send your CV and letter of motivation to the supervisor.  


	SEA-EU Master Internship at Kiel University
	Topic of the Internship (short description)
	HOST INSTITUTION & PEOPLE
	TOPIC OF THE INTERNSHIP
	PROFILE OF THE STUDENT
	General conditions of the internship

	Topic of the Internship short description: Metagenomes assembled genomes (MAGs) and viromes recovery from a longitudinal study of the human gut and dynamics analysis.
	Name of host institution: Institute for General Microbiology, Christian-Albrechts-University (CAU), Kiel
	Supervisor name and contact email phone: Dr. Cynthia Maria Chibani, cchibani@ifam.uni-kiel.de, +49 431 880-4337
Prof. Dr. Ruth Schmitz-Streit, rschmitz@ifam.uni-kiel.de, +49 431 880-4334
	Research focus of the institution: Please refer to our website:
https://www.mikrobio.uni-kiel.de/de/ag-schmitz-streit/projekte
	Website: https://www.mikrobio.uni-kiel.de/de/ag-schmitz-streit 
	Scientific context of the internshipRow1: ��We have metagenomic sequencing of 5 individuals nearly daily sampled over a span of 2 weeks (a total of 52 human gut samples). These samples are a result of a short-term physical exercise randomized intervention study. The novelty of this project lies within a longitudinal analysis of the human gut microbiome and virome with previous a impact observed from the physical exercise intervention study.

The background about the dataset was previously published https://pubmed.ncbi.nlm.nih.gov/34078289/ and a general pipeline of what we aim to do to recover those genomes is outlined in this preprint https://www.biorxiv.org/content/10.1101/2023.03.01.530589v1.

This project is in collaboration with Corinna Bang (IKMB; https://www.ikmb.uni-kiel.de/people/scientists/corinna-bang). 
	KeywordsRow1: Metagenomics, Metaviromics, human m�icrobiome, Microbiology, Biotechnology, Bioinformatics, computational biology, NGS data analysis, big data analysis.
	Tasks entrusted to the studentRow1: The student will first start by performing quality control on the NGS-data and then assemble the metagenomic samples. T�hen�������� perform binning and ������������������������������������������������calculate the completeness and contamination levels of the recovered bins or genomes. T�hen refine and annotate the recovered genomes, assign taxonomy to each genome, create phylogenetic trees�
������������������������������������The student will then recover viruses using ready pipelines from the assembled samples, determine quality, match them to the bacterial hosts based on CRISPR matches and then create networks to identify interesting dynamics and changes over time. ������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������������
	Skills to be acquired or developedRow1: Metagenomics and metaviromics data analysis of microbes that can be applied to a sample from any environment and not just restricted to the proposed project. 
A deeper understanding of computational biology with the possibility to develop your own pipelines

	Minimum level of study requiredRow1: B.Sc. in Biology, Microbiology, Bioinformatics or a related field.
Master core module in Biology, Microbiology, Bioinformatics or a related field.
	Fields of studyRow1: Biology, Microbiology, Bioinformatics
	Scientific or other skills requiredRow1: Knowledge in Microbiology is a must.
Basic skills in Linux, bash, python is encouraged.
	Language skills requiredRow1: English
	Desired duration of internship in months: 6 months
	Desired start of internship: Dates are flexible can be optimized upon discussion.
	Indicated weekly schedule: Full-time schedule.


